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0.32 µm 0.34 µm 0.80 µm

Reference 

0.79 µm

These two particle fractions may 

be separated by flow sorting

0.32 µm

Reference 

0.79 µm0.32 µm

Reference 

0.79 µm0.32 µm

Reference 

0.79 µm
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Protein extracts Trypsin digest

1 Digest 1

2 Digest 2

3 Digest 3

Replicate nanoLC-MS E

Peak detection, Alignment, 
Quantitative Comparison

Selective Peptide 
MS/MS

Protein
Identification and 

Quantification

Database Search

MSE

MS

Differential m/z

� include list
m/z Ret.
546.543 12.3
645.597 13.4
873.345 25.9
763.563 31.8
845.254 32.2
977.223 33.1            

… …
… …

Differential peptides

Mw Ret. Peptide
851.522  18.4 SLLDFAR

1055.507  30.0     EDTSISLYK
1324.691  23.2 FGIAATG…
1308.677  31.8 GLTATMG…
1284.647  32.2 NQHGCVT…
1168.566  33.1   QDFANF…
… … …
… … …
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1 2 3 4

Sample: line color

Species
Artichoke

Helianthus
Hevea

Lactuca
Taraxacum
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